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Importance of early cancer detection and limitations in current diagnostic
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Prostate Cancer, target of choice

Prostate Specific Antigen (PSA) Prostate Specific Membrane Antigen (PSMA)

exosomes and in aggressive PCa
Serum Level Serum level Exosomes (urine)
Zeroin non-recurrent resected * 6 nM patients with PC PSMA positive exosomes
patients « 2 nM physiologic level detected only in PCa

e 50 pM in resected patients urine samples




Nanoparticle aggregates: the working principle
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Nanoparticle aggregates: the working principle
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PSMA responsive Gold NanoClusters

Cluster assembly Melting Temperatures
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Cluster sensing response to purified protein

DLS size measurment (Count Rate and Size are normalized)
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PSMA responsive Clusters were incubated with LNCaP and PC3 derived exosomes

plasmon peak variation
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responsive Clusters,
ultrasmall and renal clearable
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PCa Exosome Isolation and Characterisation
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